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KIREE X / LLM Agent / BT Al e
HEZEHh

SEREFKXFE 2023.07 - 2025.12
EMERE Mt BERE 28 SIRA

o ZINERR  lERGFIT. BEASEURSN. BURESIC. £MEREESE.
e Graduate with Distinction ( Top 2% ) , Dean's List ( 2025z {5 EF 5 )
o 2023FUniMelb FERFEFE

AR 2018.09 - 2023.06
7% ~H GFkE 0% BlA=3
TARE

o AMIEAHSAIEREIZVES , BEE LLM Agent. RAG 5 Agentic Post-training ; B Agentic
SFT/GRPO, ZERARET RS Protein LLM IMB&Y , KERAREEX / LLM Agent / Ef7 Al K
i,

o MNAKY : https://edwardlaipku.github.io/
e GitHub=E : https://github.com/EdwardLaiPKU

EIEH
JobABC | IBEEES 2025.06 - 2025.09
AIEESLIE BIEFESRERENE Melbourne

o TERIBEBEIR. EWEN. XBESTFHENHIESESKRIRSIZTT | £5HM 30 BRSIESE
ERER , DARKRERL 6.5 HEER/OCRERHEZL 3,000 KEMXGREMERAR , EXERE
2. VEIRS M 5 RXSInES R Rz L.

o MJFEZY 1.2 5% Instruction, 3,000 £ Reasoning. 1,000 £ZEERZAEAR 2,000 £ IFNE |,
S 5(RIFEAMNESEIZ0FEN ; XX G Recall 85.4%—91.0%. Macro-F1 0.724—0.781, JSON
IBIUBITER 93.2%—98.5% , NELLSHER SFT / Reward Model / GRPO 12HEHE ST RS,

INB%&H

EEf7 Deep Search Agent il SS&iEEMiiL 2026.06 - 2026.09
RAREA | MAHRIE ( Agentic SFT & Agentic RL)
A . Qwen3-VL-2B / QLoRA / Agentic SFT / Recovery SFT / GRPO / Controlled Failure

o HEMETEIE Deep Search Agent WEZ T THBEBSXAMIKE , £F Qwen3-VL-2B + 4-bit QLoRA
#87# Agentic SFT — Recovery SFT — GRPO — Controlled-Failure Evaluation [Gi)llZ$%E , R
{EEHGTREMISHY retry / reroute / finish IR,

o iRitE% Agent trajectory 55 token-level ownership / loss masking , #J7& 303 £ Agentic SFT +
144 £& Recovery SFT ik ; {37 policy-owned tokens i1+&)l|%k loss , FION exact same-call
retry. limitation / stop HELMIKETE,

o LI G=4 Agentic GRPO i)I|%4%8% , 58A% grouped rollout, group-relative advantage. old




logprob 5 PPO-style clipping Az NiRAE ; 458 4-bit QLORA 5 trajectory streaming , TEERSK
RTX 4060 Laptop GPU LEFeriE=i)I1%k.

FhESE T BRMEREE suffix X credit assignment B9F# , 31\ Fatal-aware token

masking ; 7£ frozen injected-failure paired TEST ( N=27 ) Lt , successful recovery B 1/27 #&F
ZE 13/27. parser/policy failure B 19/27 p%Z 0/27 ; STANDARD TEST KXWMZRZFIBBRETEM |, &
FiRBIH over-persistence BIT/0I85.

ZEEPETRBIESKIESZ Agent RHE 2026.02 - 2026.08
mEGBEA MAIRE (Multi-Agent & RAG )
BAR# : Multi-Agent / ReAct / RAG / BGE / Milvus / BM25 / RRF / Redis / MemO

¥3%E Coordinator + Consultation/Triage/Research 3 Worker &7z, Multi-Agent Host , i&id 7
Domain + 2 Memory Capability Taxonomy 5 per-Agent fail-closed allowlist 95k TEER , 7
£ Redis/Mem0 73/EiE1Z 5 deep_research ¥ E@# 0.

¥3%E& BGE-small-zh-v1.5 / Milvus Dense + Jieba / BM25 Sparse X i&EfT RAG , F%H RRF &t
& , 50-query frozen 1&ZE Recall@5 H 86.7% I2HZE 90.7% ; #H—XFIBR task taxonomy +
strict TaskPlan &#4 Structured Routing , 60-query benchmark £ Agent Selection Accuracy H
85.5% f&F+=E 95.2%.

¥3%E Pre-Risk Gate + Validator/Fixer + Unified FinalSafetyBoundary EfTZ £t , BE=XE
k. #RiZHr. BAFIEREERY ; frozen final-answer suite _E Final Unsafe Acceptance
Rate 5 2.0%. Safe Answer Preservation J3 100% , FiEidi8yz Holdout EEMNIXFEIRBIAYZ
B,

H5Em
ETF Protein Language Model BnENITERIMES 2025.01 - 2025.11
mB®REA (2li : Prof. Jiangning Song) Melbourne

BAR#E : Protein Language Model / Soft Prompt / LoRA / SupCon / ArcFace / ESM-2 / GATv2

EEFEITERN , ## Generate — Filter — Rank =P EBEAEIELR , BHRMAKFFIER. AMP/
3 AMP F315 MIC iEMREFR 2 IR 14551 FNRTTHEER,

2t AMPgenerator , 545 GPT-2-style Protein LM £ , 5|\ 10x768 shared Soft Prompt 5
17x768 Function Embedding , {%i)llZ 20,736 NN&#1 ( £9 0.024% ) ; £ 18,707 £&. 17 KIfEelR
TR SRS ER) G5 RE TN,

Az AMPsorter , 3 Soft Prompt + LoRA #7280 3MA , FrEki: CE. SupCon. ArcFace &
DESFRIEFZIFRRE ; £ 4,606 FIRZTMHFAR, EESE 0.5 TEIE AUC 0.907 / F1 0.843 / MCC
0.654,

®it MIC iEMFTEIR , Bi& Protein LM FHIFRIAE. Gram FRESIBIGIFLE , FHRE ESM-2
residue relation + GATv2 B ; 1£ exact-sequence-group TEST ( N=234 ) 528k SEQ /
SEQ_GRAPH BgXJiHRt , sequence baseline Spearman 0.503 , KNZRZIE 52 faER held-out 1

=S
Mo

(2 4511

LLM fZFB5 Agent : RAG, Multi-Agent, ReAct / Tool Calling, Milvus, BM25 / RRF
&894 5Ei4 : PyTorch, Transformers, LoRA / QLoRA. SFT. Agentic SFT. GRPO
Al for Science / &Ef7 Al : Protein LLM, ESM-2. GATv2, OCR, AIDD

E=ae): HRT.0



